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@ Operating systems: Linux, Windows

@ Familiarity with Bash, Python, and R

@ Familiarity with cloud computing

@ Primer design

@ Data analysis of high-throughput sequencing data including DNA-seq, RNA-seq, and miRNA-seq

B Gene network analysis

B Knowledge and the ability to use various bioinformatics databases, APIs, repositories, and tools

@ Plant tissue culture B PCR and Real-time PCR & DNA and RNA extraction and assessing quality &
Agarose gel electrophoresis of DNA and RNA [ Protein extraction and poly acrylamide gel
electrophoresis B Enzyme assay B Spectrophotometry @ Southern and Western blot B Bacterial culture
B Competent cell preparation & Bacterial transformation B Plasmid purification
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